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Alignments 



tr Q53993 Phase-1 flagellin (Fragment) [fliC] [Salmonella 493 

Q5399 8_SALEN enteritidis] AA 

align 

Score = 181 bits (460) , Expect = 2e-45 

Identities = 91/91 (100%), Positives = 91/91 (100%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TAEAKAI R GA'I KG G KE GDT FD Y KG V T FT X DT KT GDBGKGK V S T T I KGE KV T LTVAD I AT 3 
Sbjct: 245 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 304 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 
Sbjct: 305 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 335 



sp Q06972 Flagellin (Phase-l-C flagellin) [fliC] [Salmonella 

FLIC_SALEN enteritidis] 



Score = 179 bits (454) , Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TA.SAKA.V G A.I KGGKE GDT FDV KGVT FT X DTRTGDDGN GKVSTT X N GK K'VTLT VA'O I ATG 
Sbjct: 256 TAEAKAI AGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTTINGEKVTLTVADI ATG 315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 • 

atdvk;\ai : lqsskkvytsvvkgoftfddktk 

Sbjct: 316 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 346 



504 
AA 

align 



tr Q53WZ9 Phase 1 flagellin [flic] [Salmonella 505 AA 

Q53WZ9J3ALEN enteritidis] align 

Score = 179 bits (454), Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query: 1 TAEAKAIRGAIKGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TAEAKAI GA.V KG G KEJ GDT H'D Y KGV T FT I DT KT GT.VD GNGK. V S TT I WG53 KV T X/P VAX) X AT 3 
Sbjct: 257 TAEAKAI AGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTTINGEKVTLTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

AT D VN AAT LQS S KN V YTSVYNGQ FT FDDKT K 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q6V2W5 Phase 1 flagellin [fliC] [Salmonella 505 AA 

Q6V2W5_9ENTR enterica] align 
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Score = 179 bits (454), Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query: 1 TAEAKAI RGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG 60 

TASAKAl GA.V KG G KS GOT FD YK&VT FT I DT KT GT.VOGK f G KV S TT I WGSKV T LT VAi; I AT G 
Sbjct: 257 TAEAKAIAGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATD VNAAT LQS SKNV Y T S V YN GQFT FDDKTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q6LDG7 Phase-1 flagellin [fliCl] [Salmonella 505 AA 

Q6LDG7_SALGL gallinarum] align 

Score = 179 bits (454), Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query : 1 TAEAKAI RGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG . 60 

TA.3AKAA* G AI KGGKE GDT FD Y KGVT FT I" DTKTGDDGN GKVS TT I N G£ KVTLT VAD I ATG 
Sbjct: 257 TAEAKAIAGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

AT DVKAAT LQS 3 KK V Y T S VVNG Q FT FDDKT K 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q6LDG6 Phase-1 flagellin [fliCl] [Salmonella enterica subsp. 505 

Q6LDG6_SALET enterica AA 

serovar Gallinarum/pullorum] align 

Score = 179 bits (454), Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query: 1 TAEAKAI RGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG 60 

TAEAKAI G.A.V KGGKE GOT FD YKGVT FT .T. DTKTGDDGNGKVSTT INGEKVTLTVAT/IJ^TG 
Sbjct: 257 TAEAKAIAGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATD VNAAT LQS SKNVYTS V V'N GQ FT FDDKTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q66PR6 Phase 1 flagellin [fliC] [Salmonella enterica subsp. 505 

Q66PR6_SALET enterica AA 

serovar Enteritidis] align 

Score = 179 bits (454), Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query: 1 TAEAKAI RGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG 60 

TAEAKAI GAI KGGKB GOT FDYKGVT FT I DTK? GDDGNGKV3T T I NGE KV TLTVADI ATG 
Sbjct: 257 TAEAKAIAGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTTI NGEKVTLTVADI ATG 316 
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Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAAT XjQS SKKVYT S WNGQ FT FDDKTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q66PN4 Phase 1 flagellin [flic] [Salmonella enterica subsp. 505 

Q66PN4_SALET enterica AA 

serovar Emek] align 

Score = 179 bits (454), Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TAEAKAI GAJ KG G K33 GOT FD 7 KGV T FT .1 DTKTGDDGN GK.V S TT I NGE KV T LTVAl; X AT G 
Sbjct: 257 TAEAKAI AGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGEKVTLTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAATLQS SKNV Y TSV VNGQFT FDDKTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q54210 Phase-1 flagellin [fliCl] [Salmonella 494 AA 

.Q54210_SALGL gallinarum] align 

Score = 179 bits (454), Expect = le-44 
Identities = 90/91 (98%), Positives = 90/91 (98%) 

Query: 1 TAEAKAI R GAI KGGKE GDT FD Y KGVT FT I DTKT GDDGNGKVS TT I NGE KVT LT VAD I AT G 60 

TAEAKAI GAI KGGK&GOT FDYKGVT FT I DTKTGD.DGN GKVSTT ING'SKVTLTVADI A.TG 
Sbjct: 257 TAEAKAIAGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGEKVTLTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATOVNAAT LQS S KN V YT S VVKGQ FT FDDKTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q54864 Phase-1 flagellin [flic] [Salmonella 505 AA 

Q548 64_SALPU pullorum] align 

Score = 177 bits (450), Expect = 3e-44 
Identities = 89/91 (97%), Positives = 90/91 (98%) 

Query: 1 TAEAKAI RGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTT INGEKVTLTVADI ATG 60 

TAE AKAI GA.V KXGZS GOT FD ? KGVT FT I DTKT GUD GNGK V S TT I MGEKV TLTVAD XATG 
Sbjct: 257 TAEAKAIAGAI KGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAATIiQSSKNVYTSVVNG+FTFA>I)KTK 
Sbjct: 317 ATDVNAATLQS SKNVYTS WNGKFT FDDKTK 347 
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tr Q54863 Phase-1 flagellin [fliC] [Salmonella 505 AA 

Q54863_SALPU pullorum] align 

Score = 177 bits (450), Expect = 3e-44 
Identities = 89/91 (97%), Positives = 90/91 (98%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TA&AKA.Y G AI KGGKE GDT FD Y KGVT FT X DTKTGDDGN GKVS TT 1 N GE KVTLT VAD I AT G 
Sbjct: 257 TAEAKAIAGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAATLQSSKIW/ TSVVNG+ FTFDDKTK • 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGKFTFDDKTK 347 



tr Q54329 Phase-1 flagellin (Fragment) [fliC] [Salmonella enterica 504 

Q5432 9_SALET subsp. AA 

enterica serovar Enteritidis var. jena] align 

Score = 177 bits (449), Expect = 4e-44 
Identities = 89/91 (97%), Positives = 90/91 (98%) 

Query: 1 TAE AKAI RGAI KGGKE GDT FD Y KGVT FT I DTKT GDDGNGKVS TT I NGE KVT LT VAD I AT G 60 

TAEAKAI G7U* KG GKS GDT FD YKGVT FT I DTKT G+ DGNGKVS TT INGE KV T I jTYAI'/x ATG 
Sbjct: 256 TAE AKAI AGAIKGGKEGDTFDYKGVTFTIDTKTGNDGNGKVSTTINGEKVTLTVADIATG 315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATBVNAATLQSSKNV YTS WN GQ FT r DpKTK 
Sbjct: 316 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 346 



tr Q53989 Phase-1 flagellin (Fragment) [fliC] [Salmonella enterica 504 

Q5398 9_SALET subsp. AA 

enterica serovar Essen] align 

Score = 177 bits (449), Expect = 4e-44 
Identities = 89/91 (97%), Positives = 90/91 (98%) 

Query: 1 TAE AKAI RGAI KGGKE GDT FDY KGVT FT I DTKT GDDGNGKVS TT I NGE KVT LT VAD I AT G 60 

TAEAKAI GAI KGGKE GDT FDY KGVT FT I DTKT G-:-DGKGKVSTT I NGE KVT LTVAD.I AT G 
Sbjct: 256 TAEAKAIAGAIKGGKEGDTFDYKGVTFTIDTKTGNDGNGKVSTTINGEKVTLTVADIATG 315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDV7<< AATLQS S KNVYT3VVNGQFT FDDKTK 
Sbjct: 316 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 346 



tr Q53970 Phase-1 flagellin [fliCl] [Salmonella 505 AA 

Q53970J3ALDU . dublin] align 

Score = 177 bits (449), Expect = 4e-44 
Identities = 89/91 (97%), Positives = 89/91 (97%) 
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Query: 1 TAEAKAI RGAI KGGKE GDTFDY KGVT FT I DTKTGDDGNGKVSTT I NGEKVTLTVADI ATG 60 

TAEAKM GAT KGGKE GDT FDY KGVT 1 FT I DTKTGDDGN GKVSTT I N GEKVTPLT VAD I ATG 
Sbjct: 257 TAEAKAIAGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

A DVsxAAT LQS SKKv'YT S VVKG Q FT FDDKTK 
Sbjct: 317 AADVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q53967 Phase-1 flagellin (Fragment) [fliC] [Salmonella enterica 465 

Q53967_SALET subsp. AA 

enterica serovar Enter! tidis var. danysz] align 

Score = 177 bits (449), Expect = 4e-44 
Identities = 89/91 (97%), Positives = 90/91 (98%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TAEAKAI GAI. KGGKE GDT FDY KGVT FT I DT KT G-t D GN GKVS T T I NGE KV T LT VAD I AT G 
Sbjct: 256 TAEAKAI AGAI KGGKE GDT FD YKGVT FT I DTKT GNDGNGKVS TT I NGE KVT LT VAD I AT G 315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAAT LQS 3 KNV':Y T SVVNGQFT FDDKTK 
Sbjct: 316 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 346 



tr Q53822 Phase-1 flagellin (Fragment) [fliC] [Salmonella enterica 504 

Q53822_SALET subsp. AA 

enterica serovar Enteri tidis var. chaco] align 

Score = 177 bits (449), Expect = 4e-44 
Identities = 89/91 (97%), Positives = 90/91 (98%) 

Query: 1 TAEAKAI R GAI KGGKE GDT FDY KGVT FT I DT KT GDDGNGKVS TT I NGE KVT LT VAD I ATG 60 

TAEAKAI GAI KGGKEGDT FD YKGVT FT I DTKT GVrDGKGKVSTT IKGEKVT LTVADI ATG 
Sbjct: 256 TAEAKAI AGAI KGGKE GDT FDY KGVT FT I DT KTGNDGNGKVSTT I NGE KVT LT VAD I ATG 315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAAT LQS S KNV Y T S WKGQ FT FDDKTK 
Sbjct: 316 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 346 



sp Q06973 Flagellin (Phase-l-C flagellin) [flic] [Salmonella 504 

FLICJSALMO montevideo] AA 

align 

Score = 177 bits (448), Expect = 6e-44 
-Identities = 89/91 (97%), Positives = 89/91 (97%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

T &A.KA.Y GAI KGGKE GDT FDY KGVT FT X DTKTGODGN GKVS TT X N GE KVT LT VAD .T. ATG 
Sbjct: 256 TDEAKAIAGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 
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ATD VNAAT .I'jQS SKN V Y TS V VNGQF? r Di/KTK 
Sbjct: 316 ATDWAATLQSSKNVYTSWNGQFTFDDKTK 346 



tr Q79DB7 Phase 1 flagellin [fliC] [Salmonella enterica subsp. 

Q79DB7_SALET enterica 

serovar Othmarschen] 

Score = 177 bits (448), Expect = 6e-44 
Identities = 89/91 (97%), Positives = 89/91 (97%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TAEAKAI GAI KGGKE GDT FD YKGVT FT I DTKT GDDGNGKVSTT X NGE KVTLTVAD I AT 
Sbjct: 257 TAE AKAI AGAI KGGKE GDT FD YKGVT FT I DTKT GDDGNGKVSTT INGE KVTLTVAD I ATS 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDV7v A AT LQS S KN VYT S WTxGQ FT FDDKTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 > 



505 
AA 

align 



tr Q6V2V9 Phase 1 flagellin [fliC] [Salmonella 505 AA 

Q6V2V9_9ENTR enterica] align 

Score = 177 bits (448), Expect = 6e-44 
Identities = 89/91 (97%), Positives = 89/91 (97%) 

Query: 1 TAEAKA.IRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

T IS AKAI GAI KGGKE GDT FD YKGVT FT I DT KT GDD GNGKVS TT I NGE IC/T I -T VAT; X AT G 
Sbjct: 257 TDEAKAI AGAI KGGKE GDT FD YKGVT FT I DTKT GDDGNGKVSTT INGE KVTLTVAD I ATG 316 ' 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATOVNAAT LfiS 3 KKVT T S WN GO FT FDX5KTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q66PR7 Phase 1 flagellin [fliC] [Salmonella 505 AA 

Q66PR7_SALMO montevideo] align 

Score = 177 bits (448), Expect = 6e-44 
Identities = 89/91 (97%), Positives = 89/91 (97%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

T KAKA1 GAI" KG G KE GDT FD Y KGVT FT I DTKT GDSGK GKV STT I KG E KVT LTVADI ATG 
Sbjct: 257 TDEAKAIAGAI KGGKE GDT FDY KGVT FT I DTKT GDDGNGKVSTT INGE KVT LTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q66PN3 Phase 1 flagellin [fliC] [Salmonella enterica subsp. 505 
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Q66PN3_SALET enterica AA 

serovar Enteritidis] align 

Score = 177 bits (448), Expect = 6e-44 
Identities = 89/91 (97%), Positives = 89/91 (97%) 

Query: 1 TAE AKAI RGAI KGGKE GDT FD Y KGVT FT I DTKT GDDGNGKVS TT I NGE KVT LTVAD I ATG 60 

T ZAXAX G AT KGGKS G DT FD Y KGVT FT X DTKT GDDGN GKVS TT X N G'Sl KVT LTVAD .T. AT G 
Sbjct: 257 TDEAKAIAGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

atdvk;^vi 5 lqsskkvytsvvkgqftfddktk 

Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q57381 Phase-1 flagellin [fliCl] [Salmonella 505 AA 

Q57381__SALEN enteritidis] align 

Score = 177 bits (448), Expect = 6e-44 
Identities = 89/91 (97%), Positives = 89/91 (97%) 

Query: 1 TAEAKAIRGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TAEAKAI GAIKGGKEGDTi;'DVKGVTFTIDTKTGDDGNGKVSTTING^KVT:;TVAI;XAT 
Sbjct: 257 TAEAKAI AGAI KGGKE GDT FD YKGVT FT I DTKT GDDGNGKVS TT I NGE KVT LTVAD I ATS 316 

Query: 61. ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVNAAT LQSS KN V Y T S VVN GQ FT F DDKT K 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q6V2U9 . Phase 1 flagellin [flic] [Salmonella 505 AA 

Q6V2U9_9ENTR enterica] align 

Score = 176 bits (447), Expect = 8e-44 
Identities = 89/91 (97%), Positives = 89/91 (97%) 

Query: 1 TAEAKAI RGAI KGGKEGDTFDYKGVT FT I DTKT GDDGNGKVS TT I NGE KVT LTVAD I ATG 60 

TA.KAXAA" GA1KGGKK GDT FDY KGVT FT X DTKT GD GN GKVS T T X N GE KV'i: LTVAD I ATG 
Sbjct: 257 TAE AKAI AGAIKGGKEGDTFDYKGVTFTIDTKTGDGGNGKVSTTINGEKVTLTVADI ATG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

AT DVKAAT LQ S S KK V YT S V VNG Q FT FDD KT K 
Sbjct: 317 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q53993 Phase 1 flagellin [fliC] [Salmonella 508 AA 

Q53993_9ENTR enterica] align 

Score = 176 bits (446), Expect = le-43 
Identities = 88/91 (96%), Positives = 89/91 (97%) 

Query: 1 TAE AKAI RGAIKGGKEGDTFDYKGVTFTIDTKTGDDGNGKVSTTINGEKVTLTVADIATG 60 

TAEAKAI GAT KGGKE GDT FD Y KGV •* • FT X DT KT GDD&N GKV S T T I NGE KVT LTVAD I TG 
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Sbjct: 260 TAEAKAI AGAI KGGKE GDT FDYKGVS FT I DTKTGDDGNGKVSTT I NGEKVTLTVAD I TTG 319 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

ATDVK;\ATLQSSKKVYTSVVKGQFTrDI>KTK 
Sbjct: 320 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 350 



sp 652959 Phase-1 flagellin [fliC] [Salmonella 504 AA 

FLIC_SALNA naestved] align 

Score = 175 bits (443), Expect = 2e-43 
Identities = 88/91 (96%), Positives = 88/91 (96%) 

Query: 1 TAEAKAI RGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGEKVTLTVADI ATG 60 

TA&AKAI GAA" KG GKE GDT FD YKGVT FT 1 DTKTGDDQKGKV S TT I NGE KV TL? VAX;X A G 
Sbjct: 256 TAEAKAI AGAI KGGKE GDT FDYKGVT FT i DTKTGDDGNGKVSTT I NGEKVTLTVAD I AIG 315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

A D VNAAT LQS S KNV Y ?S" VVNGQ FT FDDKTK 
Sbjct: 316 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 346 



sp Q06971 Flagellin (Phase-l-C flagellin) [fliC] [Salmonella dublin] 504 AA 

FLIC_SALDU 

align 

Score = 175 bits (443), Expect = 2e-43 
Identities = 88/91 (96%), Positives = 88/91 (96%) 

Query: 1 TAEAKAI RGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGEKVTLTVAD I ATG 60 

TAEAKAI GAT KGGKS GOT FDYKGVT FT X DTKTGDDGN GKVSTT X N GEKVT LT V.AD T. A. G 
Sbjct: 256 TAEAKAI AGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGEKVTLTVAD I AIG ,315 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

A DVtf A AT LQS S KK V YT S VVtf GQ FT FDDKTK 
Sbjct: 316 AADVNAATLQSSKNVYTSWNGQ FT FDDKTK 346 



tr Q6V2V3 Phase 1 flagellin [fliC] [Salmonella 505 AA 

Q6V2V3_9ENTR enterica] align 

Score = 175 bits (443), Expect = 2e-43 
Identities = 88/91 (96%), Positives = 88/91 (96%) 

Query: 1 TAEAKAI RGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGEKVTLTVAD I ATG 60 . 

TAEAKAI GA.V KG GK& GDT FD YKGV'p FT I DTKT GDDGNGKV S TT .!. NGE KVT iVT'V'ADX A G 
Sbjct: 257 TAEAKAI AGAI KGGKE GDT FDYKGVT FT I DTKT GDDGNGKVSTT INGEKVT LTVADI AI G 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

A D VNAATLQS 8 KNV Y T S VVNGQFT r'DDKTK 
Sbjct: 317 AADVNAATLQSSKNVYTSWNGQ FTFDDKTK 3.47 
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tr 



Q66PR3 

Q66PR3_SALDU 



Phase 1 flagellin [fliC] [Salmonella 
dublin] 



505 AA 
align 



Score = 175 bits (443), Expect = 2e-43 
Identities = 88/91 (96%), Positives = 88/91 (96%) 

Query: 1 TAE AKAI RGAI KGGKE GDT FD Y KGVT FT I DTKT GDDGNGKVSTT I NGE KVT LTVAD I AT G 60 

TASAKAI G A.I KGGKE GDT FDY KGVT FT I DTKT GDDGN GKVS TT TN GS KVTLTV AD .T. A. G 
Sbjct: 257 TAEAKAI AGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGE KVTLTVADI AI G 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

A DVXAAT LQS S KNV YT S VVNGQ FT FDDKT K 
Sbjct: 317 AADVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q6V2V2 Phase 1 flagellin [fliC] [Salmonella 505 AA 

Q6V2V2_9ENTR enterica] align 

Score = 175 bits (443), Expect = 2e-43 
Identities = 88/91 (96%), Positives = 88/91 (96%) 

Query: 1 TAE AKAI RGAI KGGKE GDT FD Y KGVT FT I DTKT GDDGNGKVS TT I NGE KVT LTVAD I AT G 60 

TAEAKAI GAX KG GKK GDT FD YKGVT FT I DTKT GDDGNGKV STT .T. WGjBKV T LTVRZ'jlA G 
Sbjct: 257 TAE AKAI AGAI KGGKE GDT FD Y KGVT FT I DTKT GDDGNGKVS TT I NGE KVT LTVAD I AI G 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

A D VNAAT LQS SKN V Y TS VVN GQ FT FDDKTK 
Sbjct: 317 AADVNAATLQSSKNVYTSWNGQFTFDDKTK 347 



tr Q66PR5 Phase 1 flagellin [fliC] [Salmonella 505 AA 

Q66PR5_SALNA naestved] align 

Score = 175 bits (443), Expect = 2e-43 
Identities = 88/91 (96%), Positives = 88/91 (96%) 

Query: 1 TAEAKAI RGAI KGGKEGDT FDYKGVT FT I DTKTGDDGNGKVSTT INGE KVTLTVADI ATG 60 

TASAKAI GAIKGGKEGDTFDYKGVTFTaDTKTGDDGMGKVSTTINGEKVTLTVADXA G 
Sbjct: 257 TAE AKAI AGAI KGGKE GDT FDYKGVT FT I DTKTGDDGNGKVSTT I NGE KVT LTVADIAIG 316 

Query: 61 ATDVNAATLQSSKNVYTSWNGQFTFDDKTK 91 

A DVNAAT LQS S KNV YT S VVKGQ }rT FDDKTK 
Sbjct: 317 AADVNAATLQSSKNVYTSWNGQFTFDDKTK 347 
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WEST Search History 



DATE: Thursday, July 07, 2005 



Hide? 



Query 



□ 
□ 

□ 
□ 
□ 



Set 
Name 

DB=PGPB, USPT, USOC,EPAB,JPAB,DWPI, TDBD; PLUR=YES; OP=AND 

t , (flic or fli-c or ((phase near2 1) or (phase- 1-c or phase lc or phase 1-c)) 
near5 flagell$2) 

L2 LI and enteritidis 

L3 flic.clm. 

L4 L3noti2 

L5 (enteritidis or enteriditis).clm. 

t , pili or pillin or pilin or fimbria or fimbriae or fimbrial or fimbriall or 

Lt> fimbrin 

L7 fimc or sefl4 or sef-14 ro sef21 or sef-21 or sefl7 or sef-17 

L8 . L7orl6 

L9 (sefl4 or sef-14 ro sef21 or sef-21 or sefl7 or sef-17).clm. 

L10 (fla or flagella or flagellin).clm. 

Lll Helm. 

L12 Lll not 13 

L13 L15 and 110 not 19 



Hit 
Count 



15316 

10 
8 
7 
135 

23100 

250 
23241 
1 

119 
8 
0 
0 



END OF SEARCH HISTORY 
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WEST Search History 



DATE: Thursday, July 07, 2005 



Hide? 

□ 



□ 

□ 
□ 

□ 



Set ~ er 
Name ^ 

DB=PGPB, USPT, USOC,EPAB,JPAB,DWPI, TDBD; PLUR=YES; OP=AND 

(flic or fli-c or ((phase near2 1) or (phase-l-c or phaselc or phasel-c)) 
near5 flagell$2) 

LI and enteritidis 

flic.clm. 

L3 not 12 

(enteritidis or enteriditis).clm. 

pili or pillin or pilin or fimbria or fimbriae or fimbrial or fimbriall or 
fimbrin 

L7 fimc or sef 1 4 or sef- 1 4 ro sef2 1 or sef-2 1 or sefl 7 or sef- 1 7 
L8 L7orl6 

L9 (sefl4 or sef-14 ro sef21 or sef-21 or sefl7 or sef-17).clm. 
L10 (fla or flagella or flagellin).clm. 
Lll ll.clm. 
L12 Lll not 13 
L13 L15 and 110 not 19 



LI 

L2 
L3 
L4 
L5 

L6 



Hit 
Count 



15316 

10 
8 
7 

135 

23100 

250 
23241 
1 

119 
8 
0 
0 



END OF SEARCH HISTORY 
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